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A Mid-stage vs. Early-stage DEGs
(|log FC| > 1, mean FPKM > 1)
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CK W6 W5

Glutathione metabolism

Glycerolipid metabolism

Glycerophospholipid metabolism

Amino sugar & nucleotide sugar
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MAPK signaling pathway

Phenylpropanoid biosynthesis
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Plant hormone signal transd.
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B KEGG enrichment of mid-stage upregulated genes


